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gﬂﬁ 1 Schematic map of human MHC loci on chromosome no.6 (Janeway CA, et al. Immunobiology.

5" ed., 2001)
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gﬂﬁ 2 Polymorphic site residues of a class I MHC molecule (A) and class II MHC molecule (B);

® = polymorphic site (Abbas AK & Lichtman AH. Cellular and molecular Inmunology 5" ed., 2003)
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A* Cw* B* DRB1* DQOB1* % haplotype frequency
11 01 4601 09 0303 1.5
11 01 4601 1202 0502 0.8

0207 01 4601 09 0303 34

0207 01 4601 1202 0502 2.0

0207 01 4601 1401 0502 1.3

0207 01 4601 1502 0501 0.6

0207 01 4601 1602 0502 0.6
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