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Table 1 Comparison of RHCE, GYPB, JK, DI and KEL allele and genotype frequencies among Thai populations
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Blood group system

Population

Central Thai

Northern Thai

Southern Thai

Rh'*" N = 500 N = 300 N = 427
Genotype frequencies (%) RHCE*E/E 20 (4.00) 6 (2.00) 18 (4.22)
RHCE*E/e 157 (31.40) 86 (28.67) 102 (23.89)
RHCE*e/e 323 (64.60) 208 (69.33) 307 (71.89)
Allele frequencies RHCE*E 0.1970 0.1633 0.1616
RHCE*e 0.8030 0.8367 0.8384
MNS' N =510 N = 300 N = 427
Genotype frequencies (%) GYPB*S/S 2 (0.39) 0 (0.00) 0 (0.00)
GYPB*S/s 58 (11.37) 24 (8.00) 83 (19.44)
GYPB*s/s 450 (88.24) 276 (92.00) 344 (80.56)
Allele frequencies GYPB*S 0.0608 0.0400 0.0972
GYPB*s 0.9392 0.9600 0.9028
Kidd"*" N = 300 N = 300 N =427
Genotype frequencies (%) JK*A/A 83 (27.67) 75 (25.00) 121 (28.34)
JK*A/B 134 (44.66) 149 (49.67) 229 (53.63)
JK*B/B 83 (27.67) 76 (25.33) 77 (18.03)
Allele frequencies JK*A 0.5000 0.4983 0.5515
JK*B 0.5000 0.5017 0.4485
Diego™*" N = 1,161 N =300 N = 427
Genotype frequencies (%) DI*A/A 0 (0.00) 0 (0.00) 0 (0.00)
DI*A/B 42 (3.62) 11 (3.67) 4 (0.94)
DI*B/B 1,119 (96.38) 289 (96.33) 423 (99.06)
Allele frequencies DI*A 0.0183 0.0180 0.0047
DI*B 0.9817 0.9820 0.9953
Kell”® N =1512 N = 300 N =427
Genotype frequencies (%) KEL*01/01 0 (0.00) 0 (0.00) 0 (0.00)
KEL*01/02 1 (0.07) 0 (0.00) 2(0.47)
KEL*02/02 1,611 (99.93) 300 (100.00) 425 (99.53)
Allele frequencies KEL*01 0.0007 0.000 0.0047
KEL*02 0.9993 1.000 0.9953
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Figure 1 Metric multidimensional scaling (MDS) analysis of the pairwise genetic distance matrix according to

the distribution of the 10 allele frequencies among the 3 Thais and other 11 populations
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